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pAGEN-1 multiple cloning site and primer binding regions: 641-836  (The sequence listed here is the – strand)
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           M13/pUC Forward 23-Base Sequencing Primer



      T7 Promoter Primer

                      5’- CC CAGTCACGAC GTTGTAAAAC G -3’                                            5’- TAATACGACT CACTATAGGG –3’

5’- GCAGTTTTCC CAGTCACGAC GTTGTAAAAC GACGGCCAGT GCCTAGCTTA TAATACGACT CACTATAGGG ACCACTCCTC 









  I------------T7 Promoter--------------I










                 I------------SP6 Promoter------------I

GAGGTTAATT AAGCGGCCGC CC                                          ATCCCGGG AATTCCGGAC CGAAACTTGT TCTATAGTGT CACCTAAATA

Xho I       Pac I                   Not I



     Sma I   Eco RI        Rsr II                           3’-GATATCACA GTGGATTTA –5’











         SP6 Promoter Primer
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                       (
GGCCTAATGG TCATAGCTGT TTCCTGTGTG AAATTGTTAT CCGCT-3’

                                                           3’-GGACACAC TTTAACAATAGGCGA-5’

                                                          M13/pUC Reverse 23-Base Sequencing Primer

Map and Multiple Cloning Site of Plasmid pAgen-1

cDNA Insert











