Sequence: VALIUM1_6802.dna (Circular / 6802 bp)
Enzymes: Unique 6+ Cutters (35 of 666 total) Unique Cutters Bold
Features: 21 total

BspQI - SapI (492)

CAP binding site

lac promoter

(6090) NmeAIII
T3 promoter
HpaI (915)
BbsI (1174)

SV40 NLS
small t intron

BstZ17I (1580)
Mfel (1659)
BgIII (1671)
NdelI (1679)

Xbal (1685)
Nhel (1692)
BmtI (1696)

(mini-white intron)
AvrII (1770)
Spel (1777)
EagI - NotI (1785)
EcoRI (1793)
X UAS
X UAS

Stul (2389)
PfIFI - Tth111I (2480)

TspMI - Xmal (2630)
Smal (2632)

(4021) EcoNI
SgrDI (2693)
BspEI* (2719)
MIul (2734)

(2957) PspXI RsrII (2920)

(6237) AhdI

(5637) XmnlI

(5190) Nael
(5188) NgoMIV

(5087) Dralll

(3493) BsrGI
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eee gttggactcaagacgatagttaccggataaggcgcagcggtcgggctgaacgGGG 55
GGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACC 110
TACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAG 165
GTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGG 220
GGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGC 275
GTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAA 330
CGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTT 385
CCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTG 440
ATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGC 495
GGAAGAGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAA 550
TGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAA 605
TTAATGTGAGTTAGCTCACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCC 660
GGCTCGTATGTTGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGC 715
TATGACCATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGC 770
TGGAGCTCTGGAACCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACA 825
ACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTT 880
TATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTCCATTCA 935
TTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAAC 990
CTCTACAAATGTGGTATGGCTGATTATGATCTCTAGTCAAGGCACTATACATCAA 1045
ATATTTTTCCATAATTTTCTTGTATAGCAGTGCAGCTTTTTCCTTTGTGGTGTAA 1100
ATAGCAAAGCAAGCAAGAGTTCTATTACTAAACACAGCATGACTCAAAAAACTTA 1155
GCAATTCTGAAGGAAAGTCCTTGGGGTCTTCTACCTTTCTCTTCTTTTTTGGAGG 1210
AGTAGAATGTTGAGAGTCAGCAGTAGCCTCATCATCACTAGATGGCATTTCTTCT 1265
GAGCAAAACAGGTTTTCCTCATTAAAGGCATTCCACCACTGCTCCCATTCATCAG 1320
TTCCATAGGTTGGAATCTAAAATACACAAACAATTAGAATCAGTAGTTTAACACA 1375
TTATACACTTAAAAATTTTATATTTACCTTAGAGCTTTAAATCTCTGTAGGTAGT 1430
TTGTCCAATTATGTCACACCACAGAAGTAAGGTTCCTTCACAAAGATCCCGCGGC 1485
TCTAGTTCTTTGCAATCTGTAAGCATAAGCAAAGAAAAAATGGGTTAGCTAATGA 1540
GTTTTATAACTGCGTATTATTTGAAAATATCAAAAATGTATACAAAAACATATTT 1595
TCAATATTTTCAAAGTGTATTTTTAGGGGTTGTTAATCGTGTGTGATGCCTACCT 1650
GATGCCAACAATTGTCTAGCAGATCTGCATATGTTCTAGATGCTAGCTGAGTTTC 1705
AAATTGGTAATTGGACCCTTCATTAAGATTTCACACAGATCAGCCGACTGCGAAT 1760
AGAAACTCACCTAGGCACTAGTAGCGGCCGCTGAATTCCCAATTCCCTATTCAGA 1815
GTTCTCTTCTTGTATTCAATAATTACTTCTTGGCAGATTTCAGTAGTTGCAGTTG 1870
ATTTACTTGGTTGCTGGTTACTTTTAATTGATTCACTTTAACTTGCACTTTACTG 1925
CAGATTGTTTAGCTTGTTCAGCTGCGCTTGTTTATTTGCTTAGCTTTCGCTTAGC 1980
GACGTGTTCACTTTGCTTGTTTGAATTGAATTGTCGCTCCGTAGACGAAGCGCCT 2035
CTATTTATACTCCGGCGCTCGCTGTCGACGAGTCTCCGCTCGGAGGACAGTACTC 2090
CGCTCGGAGGACAGTACTCCGCTCGGAGGACAGTACTCCGCTCGGAGGACAGTAC 2145
TCCGCTCGGAGGACAGTACTCCGACCTGCGGATCCATAACTTCGTATAGCATACA 2200
TTATACGAAGTTATCCATGGGAGTCTCCGCTCGGAGGACAGTACTCCGCTCGGAG 2255
GACAGTACTCCGCTCGGAGGACAGTACTCCGCTCGGAGGACAGTACTCCGCTCGG 2310
AGGACAGTACTCCGACCTGCCTGCAGATAACTTCGTATAGCATACATTATACGAA 2365
GTTATAAGCTGGTACCGAATTAGGCCTTCTAGTGGATCAATTCGGCTTGTCGACA 2420
TGCCCGCCGTGACCGTCGAGAACCCGCTGACGCTGCCCCGCGTATCCGCACCCGC 2475
CGACGCCGTCGCACGTCCCGTGCTCACCGTGACCACCGCGCCCAGCGGTTTCGAG 2530
GGCGAGGGCTTCCCGGTGCGCCGCGCGTTCGCCGGGATCAACTACCGCCACCTCG 2585
ACCCGTTCATCATGATGGACCAGATGGGTGAGGTGGAGTACGCGCCCGGGGAGCC 2640
CAAGGGCACGCCCTGGCACCCGCACCGCGGCTTCGAGACCGTGACCTACATCGTC 2695
GACGGTACCTGAAGCCGAATTGATCCGGAGAGCTCCCAACGCGTTGGATGCAGCC 2750
TCGAGATCGATGATATCAAGCTTGGATTTGTGTGCGCCGCACTTTCACCTCAAGT 2805
GATTGATAATTCCCAGCCTATCTGGCAGTGCCCATCGCCCAGATCACCGACTGTG 2860
CAATCAGTCGGAACTGGAGCTCTCTCGCTCTGTTATCGGTTCGCTGGGGTCTCAT 2915
CTCCGGTCCGCTGGCGGAGATCAGTTCGCCAGCATCCGCCGCTCGAGGAGTCACG 2970
ATCTGATCTGAGCTGTGCACCATGAGCTGTCCCTATGCAGGAAACGGGTGAGCAC 3025
CAGCACGTGCTGTCCAGGAATGCCAATCGATCTTCAGTTCTGCGATTCAATTCAA 3080
ACCCATACAGAAACGATCACGATGATTCGGCGGTGCCATTAACCACGGAAGTGGG 3135
CAAAATCTATGGAGAGTATCTGATGCTGGACAAACTGCTGGATGCCCAGTGTATG 3190
CTGTCCGAGGAGGACAAGCGACCCGTGCACGATGAGCATCTGTTCATCATCACGC 3245
ACCAGGGTGAGTAGGTTTACAACTTTGATGACAACACTCAATGGCATTTAAGTAC 3300
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CTTCGCCACAGCCTACGAGCTTTGGTTCAAGCAGATCATCTTTGAGTTCGACTCC 3355
ATACGAGACATGTTGGATGCAGAGGTCATCGATGAAACCAAGACGCTGGAGATTG 3410
TCAAGCGACTGAACCGAGTGGTTCTGATTCTAAAAGTGAGTGCTTTCTGAATCTC 3465
TTACCAAAATCCGTTTATAACTTCCTTTGTACAGCTCCTGGTGGACCAAGTGCCC 3520
ATTCTGGAGACCATGACCCCGCTAGACTTCATGGACTTCCGCAAGTACCTGGCAC 3575
CCGCATCTGGTTTTCAGTCGCTGCAGTTCCGTTTGATCGAGAACAAGCTGGGAGT 3630
TCTGACAGAGCAGCGGGTGAGATACAACCAGAAGTACTCGGATGTCTTTAGCGAC 3685
GAGGAGGCGCGGAACTCGATTCGCAACTCGGAGAAAGATCCCTCGCTACTGGAGC 3740
TAGTGCAGCGATGGCTGGAGAGGACGCCCGGACTGGAGGAGAGTGGCTTCAACTT 3795
CTGGGCCAAGTTTCAGGAGAGCGTCGATCGATTCCTGGAGGCGCAGGTACAGAGC 3850
GCCATGGAGGAGCCCGTGGAGAAGGCGAAAAACTACCGCCTCATGGACATTGAGA 3905
AGCGACGCGAGGTGTATCGCTCCATCTTTGATCCGGCAGTGCACGATGCACTGGT 3960
GCGTCGTGGGGATCGCCGGTTTAGCCATCGTGCCCTTCAGGGAGCCATCATGATC 4015
ACCTTCTATAGGGATGAACCCAGGTTCAGCCAACCACACCAGTTGCTCACCCTGC 4070
TCATGGACATCGACTCGTTAATAACCAAGTGGAGATGTAAGTATTGCATTCTTTG 4125
ATACTCTTTTATAAATATATCTTATGTTTAAGACTGGTTTTCCTAACCAAATACT 4180
TTCTATTCCCGCCGCAGACAATCACGTGATCATGGTGCAACGCATGATTGGATCC 4235
CAACAGTTGGGCACTGGTGGCTCGTCTGGATATCAATATCTGCGCTCCACTCTCA 4290
GGTGATCATCGCAGATGTGATTATATCGGGGATCAATGAACTCAAACTGTTCTCC 4345
CTTTGTTTTTTTTTGGTTTCAGTGATCGGTACAAGGTGTTTCTGGATCTGTTCAA 4400
TCTGTCCACTTTTCTGATTCCCCGCGAGGCGATTCCACCGCTGGACGAGACCATT 4455
CGCAAGAAACTGATCAACAAAAGTGTCTGACAATCGGCAGGGTATCCAATTCGTC 4510
AATGTTTGGCTATGCGTTGTTTGTTCTGCCTACTGTTTTGTCGTTTTGGTGTAAT 4565
AAAATTACTTGTTTAGTCTTTGTTATCACATTTGATGTGTTCCTTTTCTTTATGT 4620
CTGACATATAATACATATAACATAACAAAATAAATCCAAGCTTGTACCCAATTCG 4675
CCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTG 4730
ACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTT 4785
CGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTG 4840
CGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGC 4895
GTTAAATTTTTGTTAAATCAGCTCATTTTTTTAACCAATAGGCCGAAATCGGCAA 4950
AATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTT 5005
TGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAA 5060
CCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTT 5115
GGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTT 5170
AGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGA 5225
AAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCAC 5280
CACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTTTCGG 5335
GGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGT 5390
ATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAA 5445
GAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTT 5500
TGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAG 5555
ATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGAT 5610
CCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTT 5665
CTGCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTC 5720
GCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAA 5775
GCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATG 5830
AGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGC 5885
TAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGA 5940
ACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTA 5995
GCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTT 6050
CCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCT 6105
GCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAG 6160
CGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTA 6215
TCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACA 6270
GATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTT 6325
TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCT 6380
AGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTC 6435
GTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCT 6490
TTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGG 6545
TGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTT 6600
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CAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCAC 6655
CACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTAC 6710
CAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGgttggactcaagacg 6765

atagttaccggataaggcgcagcggtcgggctgaacg eee 6802
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